molecules of Salinomycin [6] , which are in a certain way extreme cases of conformations. The figure (bottom) shows the least squares fit to molecule 1 of salinomycin, fitting only sodium and its configuration. The two intramolecular hydrogen bonds (d(O04H···O02) = 2.787 Å; d(O10H···O01) = 2.856 Å, "head to tail") fix the carboxyl group in its position. We have an ion pair, in which the sodium ion is configurated in the centre of the complex by oxygens of negative polarity. The ion pair has lost its hydrophilicity. The average esd for a C-C and a C-O bond length is 0.003 Å, for a C-H and O-H bond length 0.04 Å, for a O-Na coordination distance 0.002 Å, for bond angles (without hydrogens) 0.2 Å and for torsion angles 0.3°. 
